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Identifier Gene name Accession number Forward primer sequence Reverse primer sequence Probe sequence
GR mRNA (Figure 1) Nr3c1 NM_012576.2 CGGCTTCTGGAAGAAAGCATT CCAGTTGCAGACGTTGAACTCT [6FAM]CTCAATAGGTCGACCAGCGTTCCAGAGA[TAM]
HPRT1 mRNA Hprt1 NM_012583.2 CCTCCTCAGACCGCTTTTCC CATAACCTGGTTCATCATCACTAATCA [6FAM]CATGTCGACCCTCAGTCCCAGCG[TAM]
YWHAZ mRNA Ywhaz NM_013011.3 TGCTCGTGGTGATGACAAGAA CATCTCCTTTTTGCTGATTTCAAA [6FAM]TGGACCAGTCACAGCAAGCATACCAAGAA[TAM]
Identifier Gene name Accession number Forward primer sequence Reverse primer sequence Sequence primer
GR area 1 (Figure 4) Nr3c1 NC_005117.2 GGAGGAATTTTGAAAGGTTTAGAAG BIOTIN‐CCCATCTACAAAACAACTCATT ATTTTGAAAGGTTTAGAAG T 
GR area 2 (Figure 4) Nr3c1 NC_005117.2 BIOTIN‐ATTTGGTTTGGGAGGGAAA ACCATCCTATAACCCCTCTACTA ATATAA  ACTAACTATCACCCTC
ChIP Identifier Gene name Accession number Forward primer sequence Reverse primer sequence Probe sequence
For GR ChIP (Figure 2) GR nGRE (Ex6) Nr3c1 NC_005117.4 TGACCAAATGACCCTGCTACAGT CACTTGATTGTCTGTATGATCTCCAA FAM‐CTCATGGATGTTTCTCATGGCATTTGCC‐TAMRA




Baseline FS15 FS30 FS60 FS180
7 ± 1, n=8 782 ± 29, n=8* 1158 ± 41, n=9* 225 ± 27, n=9* 23 ± 3, n=9
Plasma corticosterone (ng/ml)
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